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APPENDIX C: Schematic diagram of the
TranSignal™ TF-TF Interaction Array II
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APPENDIX B: Schematic diagram of the
TranSignal™ TF-TF Interaction Array I
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APPENDIX E: TranSignal TF-TF Protein Interaction
Array Grid
Photocopy this page onto separate piece of paper or transparency film. (Note that the
notch is closest to A24.)
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APPENDIX D: Schematic diagram of the
TranSignal™ TF-TF Interaction Array III
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